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	PRIVATE 

QC Sample or


Parameter
	
Frequency
	Data Quality Objective/

Acceptance Criteria

	Polynuclear Aromatic Hydrocarbons
	
	

	Initial Calibration


	Prior to every batch sequence
	5-point curve.  RRFb ( 30% RSDc

	Continuing Calibration

(Using mid-level calibration standard)
	Every 10 field samples or 16 hours, whichever is more frequent
	Δ RRFd ( 30%

	Sediment SRM 1941
	One per batch
	Values must be within ± 30% of true value on average for all analytes; not to exceed ± 35% of true value for individual analytes.

	Procedural Blank
	One per batch
	No more than 2 analytes to exceed 5x target MDL unless analyte not detected in associated sample(s) or analyte concentration > 10x blank value.

	Duplicate Sample
	One per batch
	RPDe ( 30% for 70% of all analytes

	Matrix Spike
	One per batch
	%R = 60-125%

	Surrogate (Internal) Standards
	Every Sample
	%R = 60-125%

	Target MDLsa
	       --
	1-5 ng/g (dry weight)

	Polychlorinated Biphenyls and Pesticides
	
	

	Initial Calibration 
	Prior to every batch sequence
	5-point curve.  Standard curve correlation coefficient (r) > 0.9950 for all analytes

	Continuing Calibration (Using mid-level calibration standard)
	Every 10 field samples or 16 hours, whichever is more frequent
	Δ RRFd ( 25%

	Sediment SRM 1941
	One per batch
	Values must be within ± 30% of true value on average for all analytes; not to exceed ± 35% of true value for individual analytes.

	Procedural Blank
	One per batch
	No more than 2 analytes to exceed 5x target MDL unless analyte not detected in associated sample(s) or analyte concentration > 10x blank value.

	Duplicate Sample
	One per batch
	RPDe ( 30% for 70% of all analytes

	Matrix Spike
	One per batch
	%R = 60-125%

	Surrogate (Internal) Standards
	Every sample
	%R = 60-125%

	Target MDLsa
	Sediment
	0.2 ng/g (dry weight)

	Metals
	
	


	Initial Calibration
	Prior to every batch of samples
	5-point curve to assess linearity.  RSDc for initial and subsequent calibrations must agree to within 2%.

	Continuing Calibration
	Every 10 samples
	See initial calibration

	Procedural Blank
	One per batch
	Not to exceed 3x MDL unless analyte not detected in associated sample(s) or analyte concentration > 10x blank value.

	Matrix Spike
	One per batch
	Method of additions used to assess signal suppression/enhancement

	Sample Replicate Analysis
	One triplicate analysis per batch
	RSDc ( 25%

	Sediment SRM 1646
	One per batch
	Values must be within ±30% of true value on average for all analytes; not to exceed ±35% of true value for individual analytes.

	Target MDLsa
	  --
	Concentrations in ppm (µg/g dry weight) by element:  A1 (8 ppm); Fe (2.5 ppm); Mn (1.0 ppm); As (0.3 ppm); Cd (0.03 ppm by GFAA or 0.3 ppm by ICAP); CR (0.5 ppm); Cu (0.5 ppm); Pb (0.3 ppm); Hg (0.02 ppm); Ni (1.0 ppm); Se (0.3 ppm); Ag (0.02 ppm); Sn (0.8 ppm by GFAA or 8 ppm by ICAP); Zn (2.0 ppm); Sb (0.5 ppm by GFAA or 5.0 ppm by ICAP); Tl (0.5 ppm); Be (0.05 ppm); V (0.5 ppm).


aMethod Detection Limits

bRelative Response Factor (RRF) = response of a given target analyte relative to the response of its associated internal standard.

cRelative Standard Deviation (RSD) = S/Mean x 100%

dChange in RRF (ΔRRF) = [(RRF of continuing calibration check - avg. RRF from initial calibration) ( avg. RRF from initial calibration] x 100.


eRelative Percent Difference (RPD) = [Concentration 1 - Concentration 2] ( Mean Concentration1,2 x 100.
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